
The binding characteristics of this element at various states of oligomerization has 

been determined relative to a standard (the 96% binding element I in Ref. 4, i.e. the 

sequence upon which our prototype vector, pEPI-1, was based) to yield the following 

relative affinities: VII: 2%; (VII)2: 36%; (VII)3: 58%; (VII)4: 80%. 

 

 
 
Figure 2 
SIDD-Properties of S/MAR element, synthesized as a tetramer from a 155 bp UE-module (map 
position 0.2-0.9). For evaluation, the sequence is represented in the standard way, i.e. as part of the 
pTZ18R cloning vector which contributes a well-characterized prokaryotic UE ( the Ampr-terminator at 
map position 2.09) as an internal standard. 
 

 

 

 


